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Figure 4-72 Molecular Biology of the Cell (© Garland Science 2008)
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Length Protein- Pseudo- RNA genes Variations
(bps) coding genes
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Known | Novel MIRNA | rRNA | snRNA |snoRNA | miscRNA
1(3,095,777,412| 19,300 738 12,859 1,756 530| 1,944 1,521 1,187 | 55,757,749
2 (3,300,551,249 | 21,244 834 14,427 15,952 52,126,039

1. Ensembl genome browser release 68, July 2012
2. Elizabeth Pennisi Science 337 1159-61, 2012
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